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Fig. 1. Comparative analysis of the percentage of CD4*CD8-, CD4 CD8* and CD4*CD8" cells and their selected subsets in peripheral blood (PB)
and aqueous humor (AH) of cattle. e results are expressed as a percentage of: (i) CD4*CD8-, CD4 CD8* and CD4*CD8* cells within the total
lymphocyte population (A); (ii) CD4"s"MCD8:, CD4*"(9CD8" (B), CD4-CD8", CD4-CD8" (C), CD4"CD8", CD4"CD8", CD4"°CD8" and
CD4PCD8P cells (D) within the total lymphocyte population; (iii) CD4"CD8-, CD4°CD8 (B ), CD4'CD8", CD4-CD8" (C ), CD4"CD8", CD4"CD8",
CD4CD8" and CD4"CD8" cells (D ) within CD4*CD8-, CD4CD8* and CD4*CD8* cell subsets, respectively. Results are the mean (- SD) of two
independent experiments with 10 animals per experiment (n=20, *p<0.05, **p<0.01, ***p<0.001, unpaired Students t-test). Examples of cyto-
grams of selected samples of PB and AH (F). As the rst step, the lymphocyte population in PB was gated on the basis of forward and side scatter
(FSC and SSC, respectively; panel 1). e location of this gate served as a point of reference to set the lymphocyte gate for aqueous humor samples.
CD4*CD8, CD4CD8* and CD4*CD8" T cell subsets were de ned according to the expression of CD4 and CD8 within the gated lymphocyte
subpopulation. Relative to the intensity of CD4 and CD8 expression, the CD4*CD8-, CD4-CD8* and CD4*CD8* cell populations were subdivided
into CD4"CD8-, CD4"°CD8, CD4"CD8", CD4-CD8", CD4"CD8", CD4"CD8", CD4°CD8" and CD4"°CD8" subsets (E and F, panel 2). Fluores-
cence minus one (FMO) controls were used to establish the gating strategy for identifying CD4- and CD8-expressing cells (F, panel 3).



Fig. 2. Comparative analysis of the percentage of CD4*CD8-, CD4-CD8* and CD4*CD8" cells and their selected subsets in peripheral blood (PB)
and aqueous humor (AH) of pigs. e results are expressed as a percentage of: (i) CD4*CD8, CD4-CD8* and CD4*CD8" cells within the total
lymphocyte population (A); (ii) CD4"e"MCD8:, CD4*"(9CD8" (B), CD4-CD8", CD4-CD8" (C), CD4"CD8", CD4"CD8", CD4"°CD8" and
CD4CD8" cells (D) within the total lymphocyte population; (iii) CD4"CD8, CD4°CD8" (B), CD4CD8", CD4-CD8" (C), CD4"CD8g",
CD4MCD8P, CD4°CD8" and CD4"°CD8" cells (D ) within CD4*CD8", CD4-CD8* and CD4*CD8" cell subsets, respectively. Results are the mean
(— SD) of two independent experiments with 8 animals per experiment (n=16, *p<0.05, **p<0.01, ***p<0.001, unpaired Students t-test). Exam-
ples of cytograms of selected samples of PB and AH (F). As the rst step, the lymphocyte population in PB was gated on the basis of forward and
side scatter (FSC and SSC, respectively; panel 1). e location of this gate served as a point of reference to set the lymphocyte gate for aqueous
humor samples. CD4*CD8-, CD4 CD8* and CD4*CD8* T cell subsets were de ned according to the expression of CD4 and CD8 within the gated
lymphocyte subpopulation. Relative to the intensity of CD4 and CD8 expression, the CD4*CD8-, CD4-CD8* and CD4*CD8* cell populations were
subdivided into CD4"CD8, CD4"°CD8-, CD4-CD8", CD4-CD8", CD4"CD8", CD4"CD8", CD4°CD8" and CD4°CD8" subsets (E and F, panel 2).
Fluorescence minus one (FMO) controls were used to establish the gating strategy for identifying CD4- and CD8-expressing cells (F, panel 3).









